2018 2020

Gut Microbial Leakage and Production of Trimethylamine N-oxide in Congestive
Heart Failure
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Trimethylamine N-oxide (TMAO)

There is growing literature to support the role of the gut in the
pathogenesis of heart failure. Trimethylamine, which is derived from gut microbiota metabolites of
specific dietary nutrients, is rapidly oxidized into TMAO by flavin monooxygenase enzymes in the
liver and then released into the circulation. Circulating trimethylamine N-oxide (TMAO) levels have
consistently been observed to be elevated in patients with heart failure and have been associated
with the development and progression of heart failure. In this study, we examined the association of

circulating levels of TMAO and clinical outcomes in 470 patients admitted with acute decompensated
heart failure. Patients were divided into two groups according to the TMAO levels admission. TMAO
levels were not associated with adverse clinical outcomes defined as a composite of all-cause death
and readmission after discharge.
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