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Research for detecting and overcoming multidrug resistance caused by
EGFR-C797S/T790M mutation
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We investigated a highly sensitive method for detecting EGFR mutations in
plasma cfDNA using droplet digital PCR, and confirmed the appearance of T790M/C797S in some patients
who developed resistance to osimertinib treatment after T790M. Moreover, we found that our ddPCR
system is expected to be a method for recognizing signs of drug resistance earlier than imaging.
In December 2020, a multi-center Phase I/11 study of brigatinib plus panitumumab combination therapy
for C797S-resistant mutation-positive advanced EGFR lung cancer (AMED Innovative Cancer Research)
started and is now underway. We believe that the above findings will be of great benefit to the
applicant in our role as an investigator.
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