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Apurinic/apyrimidinic endonuclease 1 (APE1l) is a multifunctional protein
that controls the cellular response to oxidative stress and possesses DNA-repair functions. Its
function and therapeutic prospects with respect to kidney injury are unknown. To study this, we
activated APE1 during kidney injury by constructing an expression vector (pCAG-APEl), using an EGFP
expression plasmid (pCAG-EGFP) as a control. We performed unilateral ureteral obstruction (UU0) as a

model of tubulointerstitial fibrosis on ICR mice before each vector was administrated via
retrograde renal vein injection. In this model, pCAG-APEl injection significantly reduced
histological end points including fibrosis, inflammation, tubular injury, and oxidative stress. gPCR
analysis showed significantly lower expression of Casp3 and inflammation-related genes in
pCAG-APEl-injected animals . Thus, therapeutic APE1 modulation might be beneficial for the treatment
of renal diseases.
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Apurinic/apyrimidinic endonuclease 1 (APE1l) , an antioxidant and DNA-repair enzyme, has a renoprotective effect during
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