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To Explore the Pathogenesis of Vitiligo Based on the Exosome Analysis
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Vitiligo is an acquired pigmentary disorder characterized by the loss of
skin color and functional melanocytes. The pathogenesis of vitiligo remains unclear. Exosomes are
nanosized extracellular vesicles that originate from endosomes and are secreted by most cells into
the extracellular space. They serve as mediators of intercellular communication and have been
implicated in the regulation of several physiological and pathological processes.In this study, we
investigate the association of exosomes with vitiligo and performed comprehensive analyses of
exosomes in suction blister from lesion skin and nonlesion lesion from patients with vitiligo and
healthy control. An improved understanding of the involvement and role of exosomes may help to
elucidate the pathogenesis of vitiligo and lead to the development of potential diagnostic markers
and therapeutic options.
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EV. miRNA  mirDIP in silico
miRDIP  Target
miR MITF TYR TYRP1 DCT SCF ET-1 TNFa TGFb CXCL9 CXCL10 CXCL16 CCL20 IL-1b IL-6 GM-CSF  MSH MSH/ACTH  E-Cad
1263 Medium  Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Low Medium  Medium Medium
1915-3p Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Medium Low Medium Medium
3201 High Low Low Medium  Medium  Medium Medium Low Medium  Low Medium  Medium  Low Medium  Medium Medium Low Medium
3613-3p High Medium  Medium Medium Medium Medium Medium Medium Medium Medium High Medium  Medium  Medium Low Medium  Low Medium
3928-5p Medium Medium Medium Medium Medium Low Low Low Low Low Low Low Low Low Low Low Low Medium
4481 Medium  Low Low Medium  Medium Low Medium  Medium  Medium Low Low Medium  Low Low Low Low Low Medium
4668-5p Medium  High Medium  Medium  High Medium  Medium Medium Medium Medium Medium Medium Medium Low Low Medium  Medium High
6716-3p Medium Low Low Low Medium  Medium  Low Low Low Low Low Low Low Low Low Low Low Low
6724 Not in Database
6750-5p Medium  Low Medium  Medium  Low Low Medium  Low Low Medium  Low Low Medium  Medium  Low Medium  Low Low
6783-5p Medium Medium Medium Low Medium  Medium  Low Medium  Medium  Low Low Low Low Low Low Low Medium Low
7110-5p Medium  Medium Low Medium  Low Medium  Medium Medium Low Low Medium  Low Low Low Low Low Low Low
8084 Medium Medium Medium Low Medium  Low Medium  Medium  Low Low Low Low Medium  Medium  Low Low Medium Low
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