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The association between the severity of hydroa vacciniforme and chemokines
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Hydroa vacciniforme EHV) is a rare photosensitivity disorder. Patients with

classical HV (cHV) present with vesiculopapules on sun-exposed areas, while those with severe HV

(sHV)/HV-like lymphoproliferative disorder show severe skin lesions on non-sun-exposed areas, fever,
liver damage, or serious hemophagocytic syndrome. Patients with sHV have a poor prognosis, but a

few patients with cHV progress to sHV during their clinical courses. We need a marker to distinguish
sHV patients from patients with cHV.

We used real-time polymerase chain reaction or multiplex enzyme linked immunosorbent assay to
analyze the cytokine and chemokine levels of the skin lesions and plasma of 9 cHV patients and 9 sHV
patients.There were no significant differences in these cytokines of the skin lesions between sHY

and cHY patients.MIG levels in the plasma of sHV patients were significantly higher than those in
the plasma of cHV patients. Plasma MIG levels might be associated with severity in patients with HV.
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multiplex ELISA(MILLIPLEX MAP Human Cytokine/Chemokine Magnetic Bead
Panel - Immunology Multiplex Assay) real-time PCR
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