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Functional analysis of the adaptor protein PTIP
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We applied MOL4070A-mediated mutagenesis to Ptip cKO mice. During the
observation period, the MOL4070A-infected Ptip cKO mice developed acute leukemia. We then analyzed
retroviral integration sites of MOL4070A in the leukemic tissues. We identified the Evil gene as a
common integration site.
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