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ErbB2 pathway as a potential therapeutic target for allergic asthma model
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Asthma is characterized as chronic airway inflammation and an epidermal
growth factor receptor, ErbB2, is considered to be involved with asthma pathogenesis.
Alternaria-exposed allergic asthma model showed that prominent eosinophilic airway inflammation,
accompanied with expression of ErbB2 in the airway sub-epithelium area. A comprehensive gene
expression analysis using RNA-Seq revealed up-regulated gene function including immunoglobulin
production, binding, and inflammation, and down-regulated gene function including keratinization and

defense mechanism in alternaria-exposed mice. The treatment strategy in terms of immunoglobulin
suppression and restoration of epithelial keratinization might improve asthma pathogenesis.
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