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The carbapenemase gene identified by genomic analysis of clinical isolates
of carbapenem-resistant Enterobacteriaceae (CRE) at a university hospital was blalMP-1 which was
mainly maintained by certain clones of Enterobacter cloacae complex. To prevent
healthcare-associated infections among cases in which CRE and multidrug-resistant Pseudomonas
aeruginosa (MDRP) were detected or secondary infections in a critically ill patient with COVID-19,
it is important to evaluate the contamination status of environmental surfaces in patient rooms and
to enhance environmental hygiene. blaNDM-5-producing Escherichia coli was detected from a pediatric
patient with no history of overseas travel. Establishment of regional surveillance system is
necessary to detect endemic and imported strains of CRE.
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