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MicroRNA expression profiling of serum/csft derived exosomes in acute
encephalopathy children by next-generation sequencing.

Torii, Yuka
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Acute encephalopathy with biphasic seizures and late reduced diffusion

(AESD) is one of severe complications of infection such as influenza, human herpesvirus 6 (HHV-6),
rotavirus in immunocompetent children. To assess the possibility of biomarkers for AESD, we profiled
the exosomal microRNA expression of cerebrospinal fluid (CSF) and sera of patients with AESD using
next generation sequencing. CSF and serum samples were collected from five AESD patients and five
febrile seizure patients (as control). Exosomes were isolated from 1 ml of CSF or 0.3 ml of sera
respectively. Exosomal small RNAs were sequenced using a Miseq instrument. For CSF analysis, a total
of 176 microRNAs were identified from patients and controls. Comparative analysis showed that
miR-381-3p was significantly increased in AESD patients. For Serum analysis, more microRNAs were
identified (663 microRNAs) than CSF, although there was no difference in micro RNA expression
between the groups.
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