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Development of a HIV-1 genome editing system and genome inducing agent for HIV-1
treatment
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HIV-1 DNA elimination from the human body was required for HIV-1 cure as a

next generation therapy. We created a novel modified CRISPR-Cas9 to cut the HIV proviral remaining
in the infected cells and utilized adeno-associated virus (rAAV) or exosomes like parcels (Gesicle)

as delivery systems, producing a new HIV-1 genome editing system in vitro. However, HIV-1
infectivity ability and replication fitness was so powerful that the only new systems did not
inhibit the HIV-1 proliferation. Even though the addition of some HIV-1 drugs after HIV-1 infection,
it was hard to eliminate HIV-1 provirus from the infected cells. Further improvement of these tools
was required for HIV-1 provirus elimination from HIV-1 infected cells.
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