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The human stomach microbiome and Helicobacter pylori infection.

Matsumoto, Takashi
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Helicobacter pylori (H. pylori) infects with half the population and causes
gastric cancer and other gastroduodenal diseases. Even though H. pylori are the strongest known risk
factor for gastric cancer, less than 3% of infected patients develop gastric cancer. Thus, it
remains unclear on the pathogenesis of H. pylori-related diseases, such as the regional differences
in the prevalence of these diseases. To investigate the etiology of these diseases, we focused on
the stomach microbiota which is symbiotic microorganisms harbored in our stomach. We aimed to

g@derstand the impact of stomach microbiota in H. pylori infection and these H. pylori-related
iseases.
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