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Analysis of epigenetic regulation in immune responses against influenza virus
infection
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The involvement of epigenetic states in influenza virus infection was
evaluated using multiple respiratory epithelial cell lines with same genetic backgrounds and
epigenetic states at specific sites affected influenza virus infection was revealed.

Demethylation of the IFN-B promoter region promoted IFN-3 production and induced protection
against viral infection. Other regions may be involved, suggesting that induction of changes in the
epigenetic state can contribute to the prevention of infectious diseases.
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Proteins produced by Streptococcus species in the lower respiratory tract can modify antiviral
responses against influenza virus in respiratory epithelial cells
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