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Development of tailor-made treatments for female genital tract infections based
on vaginal microbiota analysis.
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Infertility and recurrent pregnancy loss (RPL) treatments have been
developed to date. However, treatment methods targeting the vaginal microbiota (VM) have not yet
been established. Furthermore, there have been few reports of comprehensive analysis of VM of
Japanese patients with infertility and RPL treatment. In this study, we analyzed VM of Japanese
women with infertility and RPL treatment. The results showed no significant difference in VM between

the miscarriage and delivery groups in the pregnancy group. In the pregnant and non-pregnant
groups, Lactobacillus occupancy and the absence of abnormalities in the fallopian tubes and sperm
function did not necessarily contribute to pregnancy. However, VM differed significantly between
pregnant and non-pregnant groups, and the number of functional genes in multiple metabolic pathways
also differed significantly, suggesting that changes in metabolic pathways due to differences in VM
may influence pregnancy.
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