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RNF5

RNF5, a molecule that induces autophagy, and chemotherapy resistance in breast
cancer

Hato, Yukari
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Resistance to endocrine therapies remains a major challenge in the treatment

for ERa -positive breast cancer patients. Recently, RNF5, a proteolytic ubiquitin ligase, has been
reported to be involved in the growth of breast cancer. In our preliminary experiments, we found
positive association between decreased mRNA expression of the RNF5 gene in breast cancer tissues and
poor prognosis. In order to validate the results of our preliminary experiments, we investigated
the relationship between RNF5 mRNA expression and clinicopathological factors and prognosis using
625 breast cancer patients with long-term follow-up. RNF5 mRNA expression was positively correlated
with high grade, and estrogen receptor-negative. However, no significant difference was observed in
the association between RNF5 mRNA expression and prognosis, although there was a trend toward poor
prognosis in both disease-free survival and overall survival in patients with reduced RNF5 mRNA
expression.
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