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Personalized medicine for gastric cancer patients based on organoid culture

Yamamura, Akihiro
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We have used colorectal cancer specimens instead of gastric cancer because
of the lack of the advanced gastric cancer in surgical cases. The mutations i1n the primary tumor
shared 98%&#8211;99% of the genes with patient derived organoid (PDO). Thus, the high similar
genetic background provided us the evidence that drug response in PDO should recapitulate the
original tumors. Then, we compared the Next Generation Sequence (NGS)-based drug selection, which is

frequently used in clinical practice recently, and the drug sensitivity testing in PDO. The
NGS-based drug selection is not necessarily overlapping with the drug response in PDO. The results
of this study suggested that the molecular status of the clinical specimens are likely to represent
the sensitivity in the PDOs but is not necessarilK absolutely overlapping. PDO might be able to
complement the limitations of the gene panel and have the potential to provide a novel precision
medicine.
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