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Significance of oxidative DNA damage repair factor as a target of novel drug
treatment in esophageal cancer
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Our research results was consistent with the hypothesis that the oxidative

DNA damage repair factor MutYH suppresses cancer apoptosis by fluorescent double staining with
TUNEL. MutYH was significantly overexpressed in the cancerous part. The results of cell lines showed
differences in the expression levels of 0GG1l and MutYH among various esophageal cancer cell lines
and fibroblast cell lines, and the cell viability under oxidative stress was decreased in siOGGl and
increased in siMutYH. When clinical specimens were used, the tumor size was large and the prognosis
was poor in the MutYH strong expression group. These results are consistent with the hypothesis
that MutYH suppresses cancer apoptosis. It was considered to be a molecular target candidate in the

search for therapeutic targets (current research purpose).
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