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Elucidation of the regulation mechanism of gene expression related to platelet
dysfunction in cardiac surgery with cardiopulmonary bypass
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In cardiovascular surgeries undergoing with cardiopulmonary bypass (CPB), it
has been shown that platelet activity is temporarily reduced after weaning from CPB, which is one
cause of postoperative bleeding.However,the molecular biological mechanisms are still largely
unknown. In this study, we conducted research based on the hypothesis that small RNA called microRNA
is associated with platelet dysfunction after CPB.
As a result, it was suggested that the expression of some microRNAs in platelets after CPB

up-regulated and this may cause the down-regulation of the expression of platelet membrane proteins
related to hemostasis.
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A. Representative western blot
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B. Densitometric analysis of western blot
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