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A possible role of mesenteric lymphatic microRNAs was examined in the

development of lung injury after hemorrhagic shock.
Among 380 kinds of rat miRNA probed in array cards, 156 miRNAs were detected in mesenteric lymph
both before shock (control) and after shock resuscitation. Comparison of miRNA expression profiles
between lymph after shock resuscitation and control, larger amount of miRNAs were expressed in lymph
before shock than in that after shock resuscitation. 157 miRNAs were detected in lung tissue both
before shock and after shock resuscitation. Comparison of miRNA expression profiles between lung
tissue after shock resuscitation and control, larger amount of miRNAs were expressed in lung tissue
before shock than in that after shock resuscitation. A miRNA was exclusively detected in both lymph
and lung tissue before shock.
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