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MicroRNA derived from myeloid-derived suppressor cell might contribute to the
pathogenesis concerning immunosuppression in sepsis
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In the first year, we evaluated the time course changes of comprehensive
microRNA expression by the next-generation sequencing after extraction of blood and peritoneal
macrophage of rat sepsis model using lipopolysaccharide injection. Subsequent next year, we have
extracted rat myeloid-derived suppressor cell from blood and peritoneal cavity by positive selection

of the cell surface marker. Thereafter, we evaluated the time course changes of comprehensive
microRNA expression by the next-generation sequencing. Changes in microRNA expression were observed
in rat macrophages and myeloid-derived suppressor cells in rats under sepsis compared with rats by
saline infusion(control group)

MicroRNA sepsis immunosuppression
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