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Elucidation of homologous recombination repair by mRNA processing and
application to ovarian cancer treatment

TANIKAWA, MICHIHIRO

2,000,000
DNA
DNA DNA
DNA
SiRNA
DNA mRNA DNA

mRNA

In this research project, we revealed the role of the mediator complex as a
novel DNA damage repair factor in maintaining genomic stability. Specifically, in comprehensive
genome wide screens, we extracted mediator complex factors as novel DNA damage candidate factors and

identified which steps in the DNA damage repair pathway are regulated. In addition, we established
an experimental system for observing the dynamics of a novel factor at the DNA damage site using
live cell imaging technique by a confocal microscope, and identified the upstream regulatory pathway
by inhibitors and siRNA. The mRNA processing pathway involving the mediator complex is frequently
mutated in multiple cancer types, suggesting that it may become a novel therapeutic marker or target
in the future.
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Clinical sequencing by Todai OncoPanel(TOP) for ovarian cancer

2018 2019

(Todai OncoPanel)

2018 2019




Clinical sequencing by Todai OncoPanel (TOP) for Mullerian cancer
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Mediator complex subunit 1 (MED1) is a novel binding partner of BRCAl and regulates homologous recombination repair
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Transcription factor MED1 regulates homologous recombination and maintains genome stability
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Transcription factor, MED1 is a novel binding partner of BRCA1 and guards genome stability
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Clinical Sequencing by Todai OncoPanel (TOP) for Uterine Sarcomas
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