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Precision medicine

Liquid biopsies of circulating tumor DNA (ctDNA) can detect tumor-specific
molecular alterations and have been used as a non-invasive diagnostic, prognostic, and predictive
tool. We investigated comprehensive gene mutation profiling in gynecological cancer utilizing plasma

CtDNA. We examined the mutation profiles of plasma ctDNA samples obtained from 50 gynecological
cancers (31 ovarian cancers, 5 endometrial cancers, 4 cervical cancers, and 10 other rare
pathological types of cancer) by CAPP-seq, a novel ultrasensitive NGS-based approach, with AVENIO
CtDNA Surveillance Kit (197genes). Among 50 cancers, 49 (98%) harbored one or more non-synonymous
somatic mutation. The most frequently altered genes were TP53 (38%), APC (22%), KRAS (22%), EGFR (14
%). These findings suggest that characterization of the genetic profiles of independent tumors using

plasma ctDNA may lead to the development of novel personalized treatment strategies in
gynecological cancer.
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