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Identification of HPV-associated oropharyngeal carcinoma poor prognostic factor
using microRNA and epigenome analysis
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From previous studies, we performed comprehensive microRNA profiling of
human papilloma virus (HPV)-associated head and neck squamous cell carcinoma cell lines and
microRNAs that are thought to have an impact on prognosis among microRNAs whose expression
fluctuates due to HPV infection were extracted.Then, by varying the expression of the extracted
mirB, we obtained a significant difference in cell growth and migration in vitro, and further
revealed that it regulates the expression of candidate downstream genes extracted from multiple
public databases. These results suggest that mirB enhances proliferation and migration in the
carcinogenic mechanism of HPV-associated oropharyngeal carcinoma.
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