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Regulatory mechanism of cell differentiation in the endolymphatic sac
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The endolymphatic sac is essential for the normal development and function
of the inner ear, and its abnormality causes inner ear diseases such as enlarged vestibular
aqueduct. To elucidate the cell differentiation mechanism of mitochondria-rich cells and
ribosome-rich cells, which are the two cell types constituting the endolymphatic sac, we attempted
to observe the effects of knockdown of candidate genes for transcriptional regulation on cell
differentiation in mouse endolymphatic sac tissue culture. Although we tried various protocols,
contraction of epithelial tissues occurred during culture of the endolymphatic sac, leading to
problems in maintaining a stable morphology that could be examined under a microscope. It iIs thought

that ion transport and water absorption by MRC may have affected the morphology of the cells.
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