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Capability of relatively mature osteoblasts to shift bone forming osteoblasts
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Single-cell RNA-sequencing analysis was carried out in Venus-positive (Venus
+) osteoblasts isolated from mice expressing the fluorescent protein Venus under the control of the
2.3kb Collal promoter. Two hundred seventy-two Venus+ osteoblasts can be categorized into four
clusters. Of these, one cluster uniquely expressed stem cell markers such as Cd34 (Cd34+ cluster)
was focused , because cells in this cluster also expressed some of mature osteoblast marker genes
relatively abundantly. Pseudotime ordering analyses showed that cells in the Cd34+ cluster were not

distributed in the osteoblast differentiation lineage. These results suggest that a part of
osteoblasts may have additional traits involved in bone metabolism.
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