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Metabolomics biomarkers for predicting renal function decline

HARADA, Sei

3,300,000

60-74 1,672

(OPLS-DA) 6
(SVM)
ROC 5
AUC 0.904(95%C1 0.871-0.944)

Renal function measurements (serum creatinine, serum cystatin C, and urine
albumin) and plasma and urine metabolomics were performed on 1,672 participants aged 60-74 years at
the beginning of the study. The same participants were also evaluated in the same way after 6 years.
A machine learning method (OPLS-DA) was used to predict the decline in renal function over 6 years,
and a more accurate prediction model was constructed by using plasma and urine metabolome in
addition to classical renal function indicators. Furthermore, another machine-learning approach
(SWM) was used to create ROC curves, which were most accurate when the top five variables including
three metabolites were selected, with a good performance of AUC 0.904 (95%Cl 0.871-0.944).
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