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A study of DNA polymorphisms in the Japanese population combining Y-STR and
Y-chromosome haplogroups.
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We have found that there are relationships between Japanese Y-chromosome
haplogroups and the copy number and microvariants of Y-STRs used in forensic science. These results
suggest that it is possible to estimate Y-STR copy numbers using haplogroup information and to
estimate haplogroups using microvariant information. The results of this study also show
relationships between haplogroups and PCR amplification efficiency and stutter ratios in Y-STR
typing. Based on the above, we believe that it would be useful to utilize the findings from the
Y-chromosome haplogroup study, which would also contribute to the interpretation of the results of
the Y-STR typing test.

Y STR Y DNA DNA



Short tandem repeat STR DNA

Y-STR DNA
STR Y DNA
Y-STR Y
SNP  InDel Y
M130 SNP
Y-STR Y
25 Y-STR DNA 1299
Y-STR

Y-STR @ 3
(1) Y-STR DYF387S1
2 Y-STR
(3) Y-STR
(1) DYF387s1 9

22
DYF387S1 1 3
Y STR
Watahiki et al., 2020, Forensic Sci. Int. Genet.

2 Y-STR

Y-STR

Y

@

STR

DNA

36

Y-STR



(3) N Q

Watahiki et al., 2019, Forensic Sci. Int. Genet.

DYS533
D-M57
, 2021,
Y-STR

Y-STR



4 3 0 1

Watahiki Haruhiko Fujii Koji Fukagawa Takashi Mita Yusuke Kitayama Tetsushi Mizuno Natsuko 48
Differences in DYF387S1 copy number distribution among haplogroups caused by haplogroup- 2020
specific ancestral Y-chromosome mutations
Forensic Science International: Genetics 102315
DOl
10.1016/j . fsigen.2020.102315
26
DYS533 2021
225-229
DOl
10.3408/jafst.798
Watahiki H, Fujii K, Fukagawa T, Mita Y, Kitayama T, Mizuno N.
Polymorphisms and microvariant sequences in the Japanese population for 25 Y-STR markers and 2019
their relationships to Y-chromosome haplogroups
Forensic Science International: Genetics
DOl
10.1016/j . fsigen.2019.03.004
29
DYS481 2nt 2021
DNA 58-60
DOl




DYF387S1

DNA 27

2018




