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Developing a physical activity strategy to improve gut microbiota

MIYAMOTO, TOSHIAKI
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Aim: The purpose of this study was to identify the prescription of physical
activity that could change the composition of the gut microbiota in a Japanese population.
Methods: In this study, a randomized crossover controlled trial was carried out on 30 healthy young
adult men (20.7 averaged years old). Participants underwent both a 6-week control trial and a 6-week
moderate-intensity physical activity trial (INT). Ex consisted of 150 minutes of moderate-intensity
physical activity per week (50-minute exercise by three sessions per week), and the gut microbiota
was evaluated before and after each trial.
Result: It was found that six weeks of Ex significantly reduced the Proteobacteria phylum (Bilophia
and Parasutterella Genuses).
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Brief-type self-administrated diet history questionnaire
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