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Understanding and controlling gut bacterial metabolism
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i _ Abnormal gut microbiota composition is associated with the risk of various
diseases. Safe and rational treatment strategies are needed to normalize it. It is essential to
understand the metabolism of gut microbiota.

In this study, we have developed a technique for simulating gut microbiota metabolism. Then, we
constructed a simulation model for bacterial nitrogen metabolism and showed that the uptake of
ammonia as a nitrogen source significantly affects bacterial growth.
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