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In this study we compared the assembly of bacterial and fungal root
microbiomes among 20 plant families covering almost a full range of angiosperm to clarify (1) how
host plant phylogeny influences its root microbiome assembly and (2) which microbial members are
responsible for the differences in the assembly among host plants. Surface-sterilized seeds of each
plant were sown in pots containing identical soil, root DNAs were extracted after the growth of 7- 8

weeks and the compositions of bacterial and fungal DNAs were examined with Illumina Miseq. The
significant mantel correlation was detected between dissimilarity of microbiome assembly and
phylogenetic distance of host plants for bacterial microbiomes but not for fungal ones. The effect
of host plant phylogeny was due to specific bacterial lineages such as Betaproteobacteria and
Chloroflexi. The results suggest important contribution of bacterial root microbiomes in functional
divergence at higher taxonomic level in angiosperm.
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