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Profiling of multidrug-resistant E. coli in urban sewage in Asia and Africa by
using whole-genome sequencing
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The global increase of antimicrobial resistance (AMR) is a major public

health concern. Our study in Kampala, Uganda revealed the prevalence and transmission of AMR E. coli
including high-risk clones, demonstrating that a combination of sewage (or fecal sludge)
surveillance and whole-genome sequencing can be a powerful tool for monitoring AMR carriage in the
underlying population. Also, our study in Bangkok, Thailand showed that large amounts of AMR E. coli
were released into the environment even after passing through sewage treatment plants, and that the
concentration of AMR E. coli increased in correlation with population density. These results
indicated that substantial release and transmission of AMR E. coli in the environment in the target
area.
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