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The elucidation of molecular mechanism that confers cell growth in
Saccharomyces cerevisiae under a low-temperature condition
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We have analyzed the function of DNA replication-related factor MCM-BP of
fission yeast using budding yeast cells. In the process, a budding yeast strain was found to have
high growth ability at low temperature. Based on the results of this study, we succeeded in
identifying the mutation that causes the cold-proliferation of this budding yeast strain. The
mutation was the E27F mutation (tat2-E27F) of the tryptophan transport protein Tat2. Furthermore,
the low temperature fermentation ability of this mutant was verified.
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