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Birds have long been thought to have sex-determining factors on the W
chromosome, but have not yet been identified. 1 thought that the reason might be that non-coding RNA
on the W chromosome is involved in sex determination. In order to clarify the sex-determining
mechanism of birds, this study aims to identify ncRNA on the W chromosome that acts on
sex-determination and elucidate the function by genome editing. Sex determination in birds is an
important biological phenomenon that is directly linked to the poultry industry, and elucidating its
molecular mechanism is a proposition in this field. However, experiments using chickens take a long
time and are extremely difficult to analyze. Therefore, we plan a study using Japanese quail, which
has a fast sexual maturity, and realize a functional analysis that is difficult for birds.
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%>=Q30 Mean quality Yield
Samples
d bases score Raw Trimmed
mRNA-seq #Pair Total (Gbp) #Pair Total (Gbp)
2z HH27 96.33 39.52 90,188,939 18.04 87,488,392 17.20
HH31 96.65 39.61 97,986,376 19.60 95,713,698 18.81
W HH27 96.61 39.60 80,281,072 16.06 78,265,180 15.40
HH31 96.33 39.52 98,539,681 19.71 96,240,320 18.92
smRNA-seq
2z HH27 98.82 39.68 182,176,802 6.56 171,600,762 6.10
HH31 98.95. 39.68 94,958,564 3.42 79,251,611 2.79
A HH27 99.04 39.74 182,176,802 6.56 171,600,762 6.10
HH31 98.95 39.68 94,958,564 3.42 79,251,611 2.79
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