2018 2019

Studies on the missing link between stay green and adaptation to environment
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Stay green is a physiological trait that is associated with nutrient
redistribution during plant growth, but its precise role in adaptation to environmental stresses
remain unclear. This study aims in genetically dissecting the missing link between stay green and
its contribution to environments such as drought, in a large biomass crop sorghum. In this study, we

employed Japanese landrace Takakibi, showing non-stay-green phenotype. A recombinant inbred
population generated from the cross between Takakibi and stay-green BTx623 was used to characterize
QTL associated with leaf greenness under natural growing condition. The linkage analysis allowed us
to identify one QTL in chromosome 5. This gene appeared to be deleted in Takakibi, and we further
investigated this gene as to whether it is responsible for the stay green trait.
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