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Analysis of cellular hierarchy by transcribed DNA barcodes
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In this study, we developed a technology in which each cell in a
heterogeneous population is tagged with arbitrary DNA barcodes to link gene expression profiles and
chromatin accessibility to the clone information. We established gastric mucosal epithelial cells

with the DNA barcodes to be infected with Epstein-Barr virus. We are analyzing the clones enriched

post-infection and their transcriptomic and epigenomic status.
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