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Novel high-throughput assessment of radiation exposure at computed-tomography
for lung cancer
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Because it was difficult to recognize the chromosome which overlapped as two
another chromosome by the image recognition software, at first we have set the manufacture
condition of the most suitable chromosome specimen. Furthermore, we have established the PNA-FISH
method which was observable in the optical microscope using red or green chemical pigments to
recognize PNA probe as well as a fluorescent dye.We have developed the automatic analysis software
of the chromosome consisting of the centromere and the telomere visualized with red and green
pigments by PNA probe, based on the automatic analysis software for the chromosome specimen by the
Giemsa"s stain. DNA double-strand breaks and chromosome aberrations increased after a single
standard-dose chest CT examination, whereas there was no difference in the number of DNA damages
observed before and after a single low-dose chest CT examination.
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