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Research for abnormal cellular signaling in fibrous dysplasia and its drug
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Fibrous dysplasia (FD) is a bone disease that develops when abnormal signal
transductions due to GNAS gain-of-function mutations occur in the bone marrow stromal cell etc. In
order to elucidate the pathobiology of FD and create FD model that is effective for drug discovery,
we created GNAS mutant floppy mice that cause GNAS gain-of-function mutations in target cells when
crossed with some Cre mice. When the GNAS mutant floppy mice were crossed with Dmpl-Cre mice
expressing Cre in osteocyte/mature osteoblast, GNAS mutant; Dmpl-Cre mice had an increased bone
mass, and these changes were compatible with those of GNAS gain-of-function mutations. Therefore, we

will be able to create FD model using the GNAS mutant floppy mice.
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