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An exploratory research for new environmental medicine at dry climate in
tropical area: an approach from fungal mycetoma research

KANEKO, Satoshi
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In order to establish and verify a basic technology for mapping of
infectious areas of mycetoma-related fungus species, 70 soil samples were collected mostly from a
region on a trial basis, mainly the residential area of mycetoma patients who visited the Mycetoma
Clinical Center of Khartoum University in Sudan. We specified fungus species by environmental DNA
measurement using a next-generation sequencing technology. DNAs were extracted in Sudan from soil
samples by the ethanol precipitation method; which they were transferred to Kobe University
according to MTA (Material Transfer Agreement) in order to prepare a DNA genome library of fungus
species; then they were analyzed by a next-generation sequencer at the Institute of Tropical
Medicine, Nagasaki University. Finally, we identified the DNA of 21 species which cause mycetoma in

total.
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