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The program to prevent mother-to-child transmission works very well and
actually the vertical trasmission cases were much dropped down. Some survived children grew to
adults, however, these group shows relativelly poor responses to ART and has become an important
public health issue in Sub-Saharan countries. In this study, we have made a prospective cohort
including vertically transmitted HIV-positive adults in Tanzania, in collaboration with Muhimbili
University of Health and Allied Sciences. We conducted molecular epidemiology studies using plasma
viral RNA and proviral DNA isolated from these patients. Results are expected to contribute to
better understanding of vertical transmission cases and provide insights into public health
approaches in this country.
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