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Direct reprogramming is a research field on direct conversion of fully
differentiated mature cells into a variety of other cell types while bypassing an intermediate
pluripotent state (e.g., iPS cell). Direct reprograming is known to have several advantages over the

other reprogramming methods in terms of high efficacy and safety, thus, it has been receiving much
attentions in regenerative medicine. In this study, we develop novel computational methods to
predict TFs and compounds that induce direct reprogramming for a variety of human cells. The
prediction is performed by an integrative analysis of genomic data, transcriptome data, and
epigenome data. We show the usefulness of the proposed methods on several direct cell conversions.
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JHF e 0.072 0.224 0.103 0.639 0.670
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