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Exhaustive search of anti-pathogenic peptides in Musa acuminata
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In this study, we search for varieties that are resistant to Fusarium, and
search for peptide candidates that are thought to be involved in resistance in the transcriptome of
those varieties. A group of Malaysian collaborators selected varieties with high and low
antibacterial properties against Fusarium. After infecting the selected varieties with Fusarium,
total RNA was extracted as a sample for transcriptome analysis, and transcriptome analysis was
performed in Japan. In particular, we focused on the genes encoding 26 secretory peptides that are
highly induced in varieties with low antibacterial properties, and investigated the antibacterial
activity by adding the peptides to Fusarium. As a result, it was clarified that the two peptides
show antibacterial activity.
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