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Surveys and mechanism elucidation of genetic pollution caused by edible
mushrooms cultivation in east Asia

Honda, Yoichi

13,800,000

Genetic pollution destroys genetic diversity in a species and reduces
genetic variety in the ecosystem. The aim of this project was to investigate genetic pollution
caused by agricultural activity and develop technical solution to prevent it in the future. However,

COVID-19 pandemics prevented all the oversea research plans after end of fiscal year 2019. So we
concentrated to establish a new technology for molecular breeding to isolate a cultivar that do not
cause genetic pollution. Finally, we developed a CRISPR/Cas9 genome editing system in the edible
mushrooms for the first time.



2 2019

CRISPR/Cas9
mer3 msh4



11

Genetic diversity and molecular breeding in cultivated

mushrooms 11 62
2
in silico
mer3 msh4
3
Measurement of the number of basidiospores
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