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Development of a new diagnostic and therapeutic platform for swine Streptococcus
infections to prevent the emergence of drug-resistant strains.
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i ) In this study, we will focus on antibodies induced in pig saliva and serum
in Japan, Thailand, and Vietnam, using the genomic analysis information and pathogenic gene

information to identify antigen molecules of S. suis recognized by the antibodies. Artificial
fragment antibodies particular to the antigen obtained select artificial antibodies obtained from

the phage display library. Using these antibodies, we will design optimal binding regions for
binding to S. suis antigens and establish a drug discovery platform to obtain antibodies with a high
binding capacity to various antigens. We also try to create therapeutic antibodies for IVIG and
develop the most effective antibodies. This project aims to generate antibodies for diagnosing S.
suis infection, standardization of antibodies for diagnosing S. suis infection, and identification
of the most influential vaccine antigens.
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