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WFZER R OMEEE (F530) : We have established a novel concept that CCN family proteins should
be considered a newly classified signaling molecules that comprehensively regulate
extracellular signals, and thus should be entitled “Signal Conductors.” Moreover, we
have accumulated basic data for application of CCN proteins toward harmonized
regenerative medicine and for therapeutics of diseases with their abnormal upregulation,
leading to their medical applications.
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