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(1) In Archaea, TK0471 is a structural protein as well as a transcription factor. (2) Nucleolar proteins
(MAK16, WD46, MAGEFF, FAM27EL1, etc.) with unknown function move very slowly compared to the
well-known nucleolar proteins. They behave also very differently in the presence of transcription
inhibitor, actinomycin D. (3) A cytoskeletal protein, actinin-4, shuttles between cytoplasm and nuclelar
plasm, dependent of cell cycle and independent on importin-f3.
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