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For primate conservation biology and for intraspecies diversity study, we developed
database called “Prim-Prim”. Through comparison of human and macaque genomic sequences,
intronic regions sandwitched with identical exonic sequences between two species were
extracted, and 2, 303 primer pairs which can amplify DNA fragment of unsequenced primate
genomes were listed in this database, and it is open to public. We used these primers
to determine nucleotide sequences of 6 gibbon species, and showed usefulness of these
primers.
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