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HZEERE®R (FEX) Human proteomics by the high-powered RFHR 2D PAGE for detection of
protein changes resistant to anticancer agents
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WFZER OB (Fnsr) - bivbiuasBig L7 RFHR 2D PAGE 135084 2 B B4 E S D
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BEREELZ, bt YRV —LEHAD stoichiometry 1T o725 R, & U R Y — LKL
IR 7 9O URY —LEAD I B 6 3R> T\ W L3 o7z,

WFZERC R OMEEE  (Z3L) : RFHR 2D PAGE which we improved has no pl limitation of analized
proteins, and has high separation ability for basic proteins. The RFHR method was applied
for identification of proteins in DLD-1 cells derived from colon cancer tissues. Eight
proteins which changed in accompanying with acquisition of resistance against anticancer
reagent 5FU were identified. Furthermore, stoichiometry of human ribosomal proteins was
carried out, The results showed that one ribosomal particle has only 63 protein molecules

among total 79 ribosomal proteins.
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