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Stabilization mechanismof col lagen helix by using host—guest model
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MR R OBEE (J3T) : Understanding the mechanism of the stabilization and destabilization of a
collagen helix induced by Hyp residues is one of important issues in structural study of collagen. The
present study has revealed the rule for ring puckering of Hyp residues, which governs stabilization and
destabilization of collagen helix, by the high resolution structure analyses of collagen-model peptides.
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