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WFZERL T DOEZE (3530) : The protein kinase TOR regulates cell proliferation in response to
nutrition and growth factors from yeast to human cells. However, little is known how TOR
regulates each cell cycle progression. We herein analyzed whether more than 300 proteins
involved in cell cycle progression are regulated by TOR at protein levels using proteomics
analysis. As a results, it was found that TOR regulates G1/S, intra-S, metaphase/anaphase
and anaphase/telophase progressions.
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