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THZTEEREL (FEX) Search of the gene conferring tannin accumulation in persimmon fruit
and its utilization for the analysis of genome composition and the seedling selection
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WFFERE I OMEZE (330) : The gene conferring the trait of astringency—loss in Japanese—type
PCNA is shown to be located at 100kb away of fosmid contig constructed from Diospyros
lotus, a close relative of ). kaki. This single gene controls the astringency trait in
persimmon fruit and 6 alleles are responsible for the appearance of this trait. The
DkMyb4, a regulatory gene, is also found to control tannin biosynthesis in the fruit and
is indicated to determine whether an individual is PCNA or non—PCNA due to its strength
of expression. Using the DNA sequences linked to this gene, we could construct a primer
pair for PCR analysis for selecting PCNA offspring of Japanese—type. In addition, we

also found an AFLP marker to distinguish Chinese—type PCNA among breeding population.
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Table 1. Estimated copy number of the astlinked marker in the genome of

transformed ‘Jiro’

Ct-value
sample name ————————————————————  R../Rupnn

. Introduced SEPDH  Estimated number of
ast marker  S6PDH marker site number the ast

marker

Pst 214608 2419202 64302 1 6
PS4 19.84%08 223102 59304 1 [
PSs 207700 2237+06 303+03 2 6

*Rae/Ryoppy 18 the ratio of the number of ast-linked markers to S6PDH sites.

Table 2. Estimated allelic ratio of the AST:ast and proposed genotype at the
AST locus of N-line progeny, 170-26 and *Nishimura-wase’.

S —— L O
ast marker AST marker
N3 20.66+0.13 22.5440.13 4.9540.003 1:5 Aaaaaa
NT 23.730.043 24.8240.12 215022 1:2 AAaaaa
N§ 20.16=0.066 20.95+0.11 2.20-0.29 1 AAasaa
N9 19.3710.0017 19.810.01 1752001 1:2 Adana
NI3 19.2510.011 21.1410.15 4.912047 105 Aaaaaa
NI§ 21.7610.074 23.5310.089 481026 1:5 Aaanaa
N21 20.31:0.02 2219201 4922027 1:5 Aaaaaa
N29 2047015 22.07+0.14 2.02=032 12 AAaaaa
N33 28.37+0.033 30.18+0.22 5.05=098 1:5 Aaaaaa
170-26 22.370.007 22.060.1 1.070.067 1l AAAzaa
THanagosyo 23.19:0.18 N.D N.D 0:1 aaaaaa
Okugosyo 23.37029 ND N.D 0:1 aaaaaa
Jiro 21.2340.12 ND ND 0:1 ananaa
Fuyu 20.79=0.073 N.D N.D 0:1 aaaaaa
Nishimura-wasc 25.92+0.17 23.38+0.15 0.206=0.036 5:1 AAAAA
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