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Analyze of DNA repair gene in carcinogenesis from chronic hepatitis C
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Adhesion molecules and related molecules

NM_016279: cadherin 9, type 2
NM_014459: protocadherin 17
NM_033056: protocadherin 15
NM_001797: cadherin 11, type 2,

0B-cadherin (osteoblast)

NM_001257: cadherin 13, H-cadherin
(heart)

NM_181501: integrin, alpha 1

NM_004438: EphA4

NM_001002264 : epithelial stromal



interaction 1
NM_012302: latrophilin 2

Transcription factors

NM_002051: GATA binding protein 3 (GATA3)
NM_012153: ets homologous factor (EHF)
NM_002699: POU

domain, class 3,

transcription factor 1 (POU3F1)

NM_012182: forkhead box Bl (FOXB1)
NM_005853: iroquois homeobox protein b5
(IRX5)

NM_152629: GLIS family zinc finger 3
(GLIS3)

NM_203394: E2F transcription factor 7
(E2F7)

NM_152573: RAS
containing (RASEF)
NM_025184: EF-hand domain (C-terminal)
containing 2 (EFHC2)

NM_002126: hepatic leukemia factor (HLF)
NM_014707: histone deacetylase 9 (HDAC9)
NM_002417: Ki-67 (MKI67)

and EF hand domain

Soluble factors and angiogenic factors
NM_001147: angiopoietin 2 (ANGPT2)
NM_178127: angiopoietin—like 5 (ANGPTL5)
NM_001704:
inhibitor 3 (BAI3)

NM_007191: WNT inhibitory factor 1 (WIF1)
NM_002187: interleukin 12B (IL12B)
NM_170735:
factor (BDNF)

brain—-specific angiogenesis

brain-derived neurotrophic

Signal transducers and modifiers

NM_031305: Rho GTPase activating protein
24

NM_001332: catenin delta 2 (CTNND2)
NM_145203: casein kinase 1, alpha 1-like
NM_006823: protein kinase (cAMP-dependent
catalytic) inhibitor alpha

NM_018249:  CDK5

regulatory  subunit

associated protein 2
NM_198399: cyclic AMP-regulated
phosphoprotein, 21 kD (ARPP-21)

NM_178815: ADP-ribosylation factor—like 8

(ARL8)
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